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FIGURE 1 



Select peptide from peptide 


database. 
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Calculate associated masses. 
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Populate index table with associated 


masses. 
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Select next peptide from peptide 
database. 
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FIGURE 2 



Generate spectrometry data for 
query peptide 
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Select a peak from spectrometry data 
and determine its mass 
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Look up mass in index table. 




r 


Increment scores of all peptides in 
database with associated mass. 
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Select next peak from spectrum and 
determine its mass. 



